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In order to facilitate rapid, high throughput identification S S .

of barley varieties, we have developed a multiplexed SNP

genotyping assay capable of determining the identity of

each of 60 Australian barley varieties with precision and

speed. Sequenom® MassARRAY® and iPLEX™ Gold
genotyping was precise and a unique SNP barcode of up to
20 SNPs was produced for each variety. Coupled with the
ability to multiplex up to 36 reactions per well on a 384-well
plate in a fully automated process, this method clearly has the = Target Laser
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sample is embedded in a matrix then bombarded

s 4 s with a laser, which ionises the sample and releases

a.nd pllrlty testlllg methOd Of ChOICe' the ions from the matrnx into the flight tube. Here,
the ions are sorted and separated according to their

mass and charge in the time-of-flight analyser. The

separated ions are then detected and tallied, and the
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@ ‘ results are shown as spectral peaks.
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